Dear Editor,
Tigecycline, the first glycylcycline compound derived from minocycline, is highly active against many multidrug resistant organisms including methicillin-resistant Staphylococcus aureus (MRSA), vancomycin-resistant Enterococcus spp., extended spectrum-lactamase (ESBL)-producing Enterobacteriaceae and carbapenem-resistant Acinetobacter spp. It acts by blocking binding of the tRNA aminoacyl site to the 30 S ribosomal subunit and thus inhibits the protein synthesis. It is also active against tetracycline and minocycline-resistant microorganisms and does not present cross-resistance with other antibiotics. [1] Tigecycline has a very good gram-positive spectrum for which the resistance seems very rare. [2, 3] Only few published reports available from India, and all of them showed absolute sensitivity of this antibiotic against S. aureus. [4] Here, we report a rare S. aureus isolate, which was resistant to tigecycline.
A total of 365 S. aureus were isolated from various clinical specimens during the period of April 2013 to March 2014. Among these, 365 isolates 176 (48.2%) were found to be methicillin resistant (MRSA). Methicillin resistance was detected by disc diffusion method on Muller-Hinton agar using the cefoxitin 30 μg disc.
All these methicillin resistance isolates were tested with the tigecycline 15 μg disc, by disc diffusion methodology. As there were no CLSI guidelines for tigecycline, EUCAST breakpoints for disc diffusion testing against Staphylococcus were adopted. [5] (sensitive ≥18 mm and resistant <18 mm zone diameter). ATCC S. aureus 25923 was used as control strain.
All the isolates but one was uniformly sensitive to tigecycline by disc diffusion method with the mean zone size of 20 mm. The one isolate that was resistant to tigecycline had shown a zone diameter of 8 mm and was isolated from pus sample [ Figure 1 ]. The isolate was also resistant to multiple antibiotics, including levofloxacin, gentamicin, erythromycin, cotrimoxazole and doxycycline but was sensitive to linezolid, vancomycin, and clindamycin.
The minimum inhibitory concentration (MIC) for the isolate was determined by performing the E test method on Muller-Hinton agar plates by applying the E strip (Hi-media). S. aureus ATCC 29213 was used as control strain. EUCAST MIC breakpoints for S. aureus were adopted. [5] (sensitive ≤0.5 mcg/ml and resistant >0.5 mcg/ml). The MIC of the isolate was determined as 1.5mcg/ml which is well above the cut-off breakpoint breakpoint [ Figure 2 ]. As per the Tigecycline-resistant staphylococcal isolates in a tertiary care centre EUCAST guidelines such a rare resistance patterns should be tested repeatedly for confirmation. So the resistance was further confirmed by adopting the Stokes methodology for MIC detection using both the control strain and test strain on the same plate and applying the E strip [ Figure 3 ]. Broth micro dilution testing was also done for further confirmation by using the pure powder of tigecycline (united biotech) and microdilution plate with freshly prepared cation adjusted Mueller-Hinton broth and using S. aureus ATCC 29213 as control strain.
Tigecycline resistance in gram-positive organisms especially S. aureus is very rare with only a few published reports in the world till date. [6, 7] In India, resistance to this antibiotic has never been detected. Observing the resistance in the absence of any prior exposure to this antibiotic is of concern, as is seen in our case. by above methods was done along with inoculation on Sabourauds Dextrose Agar and Blood agar in C-shaped pattern. Significant growth occurring along the C-shaped streak lines were identified by lactophenol cotton blue mount and slide culture.
A total 115 cases were positive for fungal elements by any one of the four diagnostic methods. Gram's stain, KOH mount, CFW with KOH and culture revealed positivity in 22.6%, 48.7%, 99.1% and 61.35% cases, respectively [ Table 1 ]. On culture, hyaline fungi (51, 69.86%) had preponderance over phaeoid fungi. Aspergillus spp. (33, 45.2%) was most common followed by Fusarium spp. (11, 15.06%) and Curvularia spp. (9, 12.32%). Agriculturists (50, 42.01%) aged between 20-50 years were most frequently affected due to trauma by vegetative materials and sand particles (73.94%). Prior instillation of corticosteroids (24, 20.86%) and antibiotics (69, 60%) were observed.
Fungal corneal ulcer is a major cause of mono-ocular blindness in India, with filamentous fungi being responsible for the majority. [1] Prompt diagnosis is very much required for preservation of vision. Different methods have been used for diagnosis including Gram's stain, potassium hydroxide (KOH) wet mount, Calcofluor white fluorescent staining (CFW) and culture. This prospective study was undertaken to evaluate different fungal species responsible for corneal ulcer and compare the above diagnostic tests for identification.
A total of 119 suspected fungal corneal ulcer patients (history of recent ocular trauma with ulcerated lesion with feathery borders, satellite bodies surrounded by a ring of Wessely) were studied for 2 years. Corneal scrapings were collected and microscopic examination 
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